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HU : ^SDVHDLNALLPAVPSLGGGGGCALPVSGAAQWAPVLDPAPPGASAYGSL t 
MO tMGSBVRDLNALLPAVSSLGGGGGCGLPVSGAAQWAPVLD^ 

HU : GGPAPPPAPPPPPPPP5HSPIXQEPSWGGAZPHEEQCLSASTVHPSGQFTGTAG 
MO : GGPAPPPAPPPPPPPFPHSPIKQEPSWGGAEPHEEQCLSAFTLHFSGQFTGTAG 

HU : ACRYGP FGP P P P S Q AS S GQ ARMFPNAP YLP S CLE S QP AIRNQG YS TVTFDGTP S 
MO:ACRYGPFGPFPPSQASSGQAaMFPNAPYLPSCLES 

HU : YGHTPSHHAAQFPNHSFKESDPMGQQGSLGEQQYSVPPPVYGCHTPTDSCTG 
MO : YGHTPSHHAAQFPNESF3CSSI3PMGQQGSLGEQQYSVPPPVYGCHTPTDSCTG 

HU : SQALLLHTPYSSDmYQMTSQLECMTVraQMNLGATLKGVAAGSSSSVKWTB 
MO : SQALLLRTP YS SDNL YQMT S Q L Z CMTWNQMNL GATLKGMAAG S S S SVKWTE 

HU : GQSNHSTGYSSDNETTPILCGAQYRIHTHGVFRGIQDVRRVPGV^ 
MO : GQSNHGIGYESDNKTAPILCGAQYRIHTHGVFRGI^ 

HU : STSEKRFFMCAYPGOJKRYFKLSHLQMHSRKHTGEKPYQCDFKI3CERRFSR 
MO : ETSEICRPFMCAYPGCNS^YFKLSHLQMHSRKHTGEKPYQCDFKDCERRFSR 

HU : SDQLKRHQRRHTGVKP 7QCKTC QRKF SRSDHLKTHTRTHTGKT SEKP F S CR 
MO : SDQLKRHQRRHTGVK? FQCKTC QRKF SRSDHLKTHTRTHTGKT SEKP F SCR 

HU : WPSCQKKFARSDELVHHH2IMHQRiiMTKLQIJLL 
MO : WHSCQKKTARSDELVSHZSMHQRNMTKLHVAL 
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FIG. 6A and 6B 
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FIG. 7A-7D 
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FIG. 9 A and 9B 



E10 (WT1 negative) 

0 TRAMP-C (WT1 positive) 

q BLKSV40 (WT1 positive) 




FIG. 10A 




FIG. 10B 




FIG. IOC 
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FIG. 10D 




FIG. 11A and 11B 
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FIG. 13A-13C 
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